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Coxsackievirus A5 1 1 1 3
Coxsackievirus A6 7 2 4 7 1 21
Coxsackievirus A16 1 1
Coxsackievirus B5 3 3 2 1 9
Echovirus 18 3 1 1 5
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Rhinovirus 1 3 1 1 1 1 2 2 2 1 1 16
Influenza virus A H1 pdm 8 1 1 1 5 1 2 19
Influenza virus A H3 N unknown 9 2 2 13
Influenza virus B 1 1 2
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Coxsackievirus A6 1 1 3 7 15 27
Coxsackievirus A8 1 1
Coxsackievirus A9 3 3
Coxsackievirus A10 1 1
Coxsackievirus A12 1 1 2
Coxsackievirus B3 1 1
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Aichivirus 1 1
Influenza virus A H3 N unknown 40 8 5 5 3 61
Influenza virus B 1 2 3 1 2 1 2 12
Parainfluenza virus 1 1 1 1 3
Parainfluenza virus 3 1 4 1 6
Parainfluenza virus 4 1 1 2
Respiratory syncytial virus(RSV) 2 4 1 1 1 1 1 11
Human metapneumovirus 1 3 2 1 7
Human bocavirus 1 1 1 3
Rotavirus group A 3 3 9 15
Norovirus genogroup Il 1 1 2 3 7
Sapovirus 2 1 3
Adenovirus 1 1 1 2
Adenovirus 2 1 1 1 3
Adenovirus 3 1 2 2 1 1 7
Adenovirus 4 1 1
Adenovirus 5 1 1
Herpes simplex virus 1 1 1 1 1 4
Varicella—zoster virus (VZV) 3 1 4
Cytomegalovirus (CMV) 1 1 1 2 1 1 1 8
Human herpes virus 6 (HHV 6) 2 1 1 1 3 3 1 1 1 1 1 16
Human herpes virus 7 (HHV 7) 1 1
Epstein—Barr virus (EBV) 1 1
Dengue 4 virus 1 1
2. ARSI - REFTEE) 2013
BHE 1B[2B[38[4B[58[6A[7A[8A[9A [10A[11A[12A] &
Escherichia coli &R 1 1
Escherichia coli §&R X5 B MM;EE 1 1
Salmonella Typhimurium 6 6
Salmonella Dt 1 3 1 1 6
Salmonella #¥4~BH 1 1
Campylobacter jejuni 1 1 2
Staphylococcus aureus 1 4 5
3. ARlEML 2 YERE R HKGR 2013

BRI Byl 1H|2A |3A|4A (5B |[6A | 7H | 8H | 9A |10A[11H8[12H]| &
A T-1 1 1 2 1 1 6
A T-4 2 4 3 1 2 2 2 16
A T-6 1 1
A T-11 1 1
A T-12 4 1 2 1 2 2 3 15
A T-25 1 1 1 1 5 6 15
A T-28 1 1 2 2 3 2 2 13
A T-B3264 1 1 2 4 8
A [BIRITEE 1 1 2
B i 1 1
C 1 1 1 3




1. WA RVANR- VT YFT -9 E mtt'.ﬂk,ﬂ 2012
B EEE 2A |3A[4A [5A[6A 7R [8A |9A |10A[11A[12A] &
Coxsackievirus A2 1 1 4 1 7
Coxsackievirus A4 1 1
Coxsackievirus Ab 1 1
Coxsackievirus A6 1 1 1 3 2 1 9
Coxsackievirus A9 1 7 1 2 11
Coxsackievirus B4 1 1
Coxsackievirus BS 2 2
Echovirus 6 1 1
Echovirus 9 2 1 3
Echovirus 18 2 2
Parechovirus 1 1 2 3
Rhinovirus 1 1 1 1 3 1 1 2 2 3 16
Influenza virus A H3 N unknown 40 | 40 8 11 | 99
Influenza virus B 5 10 1 16
Parainfluenza virus 1 1 1
Parainfluenza virus 2 2 2
Parainfluenza virus 3 1 1 2
Respiratory syncytial virus(RSV) 1 1 2 1 1 2 1 9
Rotavirus group A 3 3 3 9
Norovirus genogroup Il 2 2 1 1 6 7 19
Sapovirus 1 1 1 3
Adenovirus 1 1 1
Adenovirus 5 1 1
Adenovirus 6 1 2 3
Herpes simplex virus 1 1 1
Cytomegalovirus (CMV) 1 1 1 1 1 1 6
Human herpes virus 6 (HHV 6) 1 1 1 2 1 6
Epstein—Barr virus (EBV) 1 1
Mycoplasma pneumoniae 1 1
2. ARlRRME R G- REBRTEED) 2012
BRHE 1A |2A[38|4A[5A|6A [7H|8H [9A |10A[11A|12A] &
Escherichia coli &R XEE M;EE 1 1
Salmonella Enteritidis 1 1 2
Salmonella Typhimurium 1 2 3
Salmonella D4k 1 1 2 2 2 8
Yersinia enterocolitica 1 1
Aeromonas hydrophila/sobria 2RI 3 1 1
Campylobacter jejuni 2 1 2 5
Staphylococcus aureus 1 1 2
3. ARlgmL Y ERERH KT 2012
Al Byl 1H |28 [3H|4H |58 [6H | 7H |8A [9H |10A[|11H[12A]| §
A [T 9 14 5 1 7 6 4 1 1 4 3 |55
A |T-4 9 9 5 3 5 4 1 3 4 5 3 8 | 59
A |T-11 1 1
A |T-12 6 3 3 2 1 1 1 1 1 19
A |T-13 1 1
A  |T-25 1 1 2
A |T-28 3 1 1 5 1 1 12
A |T-B3264 1 1 2 2 1 1 2 1 11
A | BRI EE 1 1 2
C 1 1 1 3
G 1 1




1. ERAGIANR-) 7y FT7 - 27307 HEHKE 2011
1 R R 1A (2R |3A|4A[5A|6A|7A[8A [9A [10A[11A[12A] &
Coxsackievirus A6 1 13 | 14 1 1 30
Coxsackievirus A10 2 2 3 7
Coxsackievirus A16 1 2 2 6 1 1 1 14
Coxsackievirus B1 1 1 2 1 5
Coxsackievirus B3 1 1
Coxsackievirus B5 1 1
Echovirus 3 1 1 1 3
Echovirus 7 1 2 3
Echovirus 16 1 1
Parechovirus 3 3 7 10
Parechovirus—not typed 1 1
Poliovirus 2 1 1
Poliovirus 3 1 1
Enterovirus 68 1 1 1 3
Enterovirus 71 1 1
Rhinovirus 2 1 2 6 6 1 2 5 1 26
Influenza virus A H1 pdm 70 8 78
Influenza virus A H3 N unknown 15 7 7 1 1 2 2 35
Influenza virus B 5 12 ] 14 1 32
Parainfluenza virus 1 1 1
Parainfluenza virus 3 1 1 1 3
Parainfluenza virus 4 1 1
Respiratory syncytial virus(RSV) 2 1 1 4
Human metapneumovirus 1 2 1 1 1 6
Rotavirus group A 3 4 1 2 10
Norovirus genogroup Il 3 2 3 3 1 12
Sapovirus 1 1
Adenovirus 1 1 1
Adenovirus 2 1 1 1 1 4
Adenovirus 5 1 1
Adenovirus 53 1 1
Herpes simplex virus 1 1 1
Cytomegalovirus (CMV) 1 1 2
Human herpes virus 6 (HHV 6) 2 2 1 2 7
2. AR R KR O B - SRR SR EL) 2011
BHE 1B (2B [3H[4H [5H |6H |7H |8H |9H [10B|118]|12A]| &
Escherichia coli =R 1 1 2
Escherichia coli §& R X5 E mEE 1 1 2
Escherichia coli ZMD1th- F~BH 1 1
Salmonella Enteritidis 1 2 1 1 5
Salmonella Typhimurium 1 1
Salmonella F Dt 2 1 2 2 3 4 14
Salmonella #A~EH 1 1
Vibrio cholerae O1 & O139LL4} 1 1 2
Campylobacter jejuni 1 1 1 1 4
Staphylococcus aureus 1 1 1 3
3. ARBRmML Y ERERHKRE 2011
b 25 1A[2A[3A [4A |5A |6A |7H |8HA |9A [10A|11A]|12A] &
A [T 2 1 1 2 3 1 1 4 17 | 29 | 61
A [T-4 1 1 1 1 3 1 2 2 5 11 | 28
A T-9 1 1
A |T-11 1 1 1 3
A T-12 3 1 4 5 3 4 3 1 6 11 | 14 | 55
A |T-28 1 1
A T-B3264 1 3 4
A |BRBITEE 1 1
B Ia 1 1
C 1 1




1. FRARDAIR N ryF T IS5V 7 HEERIR 2010

BRH R IR A

1H

2H

38

47

58

6H

8H

94

10H

11H

12H

A
Coxsackievirus A2 1 1
Coxsackievirus A4 5 4 9
Coxsackievirus A6 1 1
Coxsackievirus B2 1 1 1 3
Coxsackievirus B4 1 1
Echovirus 7 1 1
Echovirus 25 3 2 1 6
Parechovirus 1 1 1 1 1 3 1 1 9
Poliovirus 1 1 1
Poliovirus 2 1 1
Poliovirus 3 1 1 2
Enterovirus 68 2 5 3 1 1 12
Enterovirus 71 1 3 8 9 8 2 2 2 35
Rhinovirus 1 1 6 3 5 4 3 9 8 3 43
Influenza virus A H1 pdm 42 | 20 5 5 1 2 6 81
Influenza virus A H3 N unknown 2 7 17 | 26
Influenza virus B 1 1
Parainfluenza virus 3 1 1 2
Respiratory syncytial virus(RSV) 1 1 1 1 1 2 1 8
Rotavirus group A 2 4 11 2 1 20
Norovirus genogroup | 1 1
Norovirus genogroup I 3 1 6 1 2 1 1 15 5 35
Sapovirus 1 1 1 3
Adenovirus — not typed 1 1
Adenovirus 1 2 2
Adenovirus 2 1 1 2 1 5
Adenovirus 3 1 4 5
Adenovirus 5 2 2
Adenovirus 6 1 1 1 3
Adenovirus 15 1 1
Adenovirus 41 1 1 2
Adenovirus 54 1 1
Herpes simplex virus 1 1 1 1 3
Varicella-zoster virus (VZV) 1 2 3
Human herpes virus 6 (HHV 6) 1 1
Dengue 1 virus 1 1
2. AR R R R R R (b B - (R PR 8EEH) 2010
BRHE 1A[28[3A[48 [5A[6A [7A [ 8A | 9A [10R[11A[12A] &
Escherichia coli {FRAXGE MEE 1| 2 1 | 4
Escherichia coli EHEC VTEC 2 2
Salmonella Enteritidis 2 3 2 5 9 11 6 1 1 40
Salmonella FD4th 1 1 1 1 2 3 1 10
Vibrio cholerae O1 & 013904} 2 2
Campylobacter jejuni 1 2 1 2 6
Staphylococcus aureus 2 2 1 5
Bacillus cereus 1 1 2
3. ARliEmL Y EREEHKR 2010
FE3 B3I 1A|2H |3A[4H |5A |6A [7H |88 [9H |10A|11H[128]| &
A |T-1 1 1 1 2 5
A |T-4 2 3 2 2 1 10
A |T-6 2 1 1 2 1 7
A |T-12 1 2 1 1 2 1 1 1 2 12
A |T-25 1 2 1 1 5
A |T-28 1 1
A |T-B3264 1 1
A RIRI|FgE 3 2 1 1 1 1 9
C 1 1 2




1. WA RVANR-VryFT- 9530 FHEHIKR 2009
B RERA 1B|12A|3A[4A |58 |6A |7A [8A |9A |10A|11A[12H]| &
Coxsackievirus Ab 2 1 3
Coxsackievirus A6 3 13 5 1 1 3 26
Coxsackievirus A9 1 2 2 1 3 1 10
Coxsackievirus A12 1 1
Echovirus 6 1 1
Echovirus 9 1 1
Echovirus 11 1 1 2
Parechovirus 1 1 1 3 1 1 7
Poliovirus 1 1 1 2
Poliovirus 2 1 1
Enterovirus 71 1 2 3
Rhinovirus 1 2 2 1 2 2 3 2 2 17
Aichivirus 1 1
Influenza virus A H1 N unknown 18 1 1 1 21
Influenza virus A H1 pdm 4 12 [ 22 ] 32 | 62 | 55 | 38 | 225
Influenza virus A H3 N unknown 1 2 6 1 1 11
Influenza virus B 3 2 1 6
Influenza virus A — not typed 1 1 2
Respiratory syncytial virus(RSV) 2 2
Human metapneumovirus 1 1 2 4
Rotavirus group A 2 2 2 2 2 10
Norovirus genogroup [ 1 1
Norovirus genogroup Il 2 2 1 1 1 1 4 12
Adenovirus 2 1 1 2
Adenovirus 3 1 1
Adenovirus 11 1 1
Adenovirus 31 1 1
Adenovirus 41 1 2 1 4
Herpes simplex virus 1 1 1 2
Varicella—zoster virus (VZV) 1 1
2. AR RRMAE R R (b F - R AT & ET) 2009
BRHE 1A|2A[38|4A[5A|6A[7A|8A [9A [10A[11A|12A] &
Escherichia coli &R 1 1 1 3
Escherichia coli fR/R ABZE M FHY L[ 12111 1 [ 11 9
Escherichia coli EHEC “VTEC 1 1 2
Salmonella Enteritidis 1 2 2 2 3 10
Salmonella Typhimurium 1 1 1 4 2 9
Salmonella D4t 1 4 2 2 6 5 2 1 1 1 |25
Vibrio parahaemolyticus 1 1
Campylobacter jejuni 1 2 3
Staphylococcus aureus 1 1 2
3. ARlgmL > YERERH KT 2009
A il 1A|12A|3A[4A |58 |6A |7A [8A |9A |10A|11A[12H]| &
A [T 2 1 1 1 1 1 7
A |T-4 3 3 2 2 1 2 3 2 3 121
A |T-6 1 4 1 1 1 8
A |T-12 16 | 11 9 6 4 2 1 49
A  |T-25 2 1 1 4
A |T-28 1 1 1 1 4
A BRI gE 2 2 1 1 1 7
B i 1 1
B \ 1 1
G 1 1




1. BRARMDAINR-VTIFT -9 E mtt'.ﬂk,ﬂ 2008
15 H s IR AR 2A (3B |4A[5A|6A [7A|8A [9A [10A[11A]|128] &t
Coxsackievirus A4 2 2
Coxsackievirus A6 1 1
Coxsackievirus A16 5 1 2 4 12
Coxsackievirus B3 1 2 1 4
Coxsackievirus B4 1 1 2
Coxsackievirus B5 1 1 4 3 3 12
Echovirus 9 1 1 3 1 6
Echovirus 30 5 5
Parechovirus 1 1 1 2 4
Poliovirus 1 1 1
Enterovirus 71 1 1
Rhinovirus 2 1 1 4
Influenza virus A H1 N unknown 11 | 28 12 | 51
Influenza virus A H3 N unknown 2 4 1 7
Influenza virus B 1 1
Parainfluenza virus 2 4 4
Rotavirus group A 12 3 2 17
Norovirus genogroup [ 1 1
Norovirus genogroup Il 11 1 7 19
Adenovirus 1 2 2 4
Adenovirus 2 1 2 3 1 7
Adenovirus 3 1 1 2
Adenovirus 4 1 1
Adenovirus 5 1 1
Herpes simplex virus 1 1 1
2. ARRRME KR Gh - REATEET) 2008
BHE 1A[2A [3H |48 |58 |6A [7A[8H |9H |10A|11H|12H]| &
Escherichia coli &R E 1 1
Escherichia coli fEEREAGE MFE 4 | 2[1[3]3 3 [ 211 19
Escherichia coli EHEC VTEC 1 1
Salmonella Enteritidis 3 1 5 1 2 1 13
Salmonella Typhimurium 1 1 1 1 1 5
Salmonella FMD{th 1 1 1 4 8 6 5 2 28
Salmonella B A~Bf 1 1
Vibrio cholerae O1 & 0139LL4} 1 1 2
Aeromonas sobria 1 1
Campylobacter jejuni 2 3 3 2 1 1 1 13
Staphylococcus aureus 1 1 3 1 1 2 2 11
3. BRlEMmL S EREERH KR 2008
30 Bl 1A[2H[3H |48 |58 | 6B [7H[8H |9A |10H|11H[128][ &
A |T-1 1 2 2 1 1 2 9
A |T-2 1 1
A T-3 1 1 2
A T-4 2 4 5 4 2 2 4 1 1 2 4 | 31
A T-12 5 4 12 5 151 19 8 2 3 3 3 10 | 89
A T-25 1 2 2 1 2 3 1 12
A T-28 1 1 1 2 1 1 1 1 9
A T-B3264 1 1
A BRI EE 1 2 1 4
B Ib 1 1
B |EAITEE 1 1
C 1 1 1 3
G 1 1




1. FRABMVANVR-VTIFT -9 E

mtt'ﬁlk,ﬂ 2007

B EEE 2A [3A [4A [5A [6A 7R |8A |9A |10A|11A[12A] &
Coxsackievirus A6 1 1
Coxsackievirus A10 2 3 5
Coxsackievirus BS 1 1
Echovirus 5 1 1
Echovirus 9 1 1
Echovirus 25 1 1 2
Echovirus 30 9 9 4 2 24
Parechovirus 1 1 1 2
Poliovirus 3 1 1
Enterovirus 71 1 1
Rhinovirus 3 1 1 1 6
Influenza virus A H1 N unknown 1 3 11 | 15
Influenza virus A H3 N unknown 2 8 8 18
Influenza virus B 4 3 3 10
Parainfluenza virus — not typed 1 1
Measles virus 1 1
Rotavirus group A 4 9 2 15
Norovirus genogroup Il 14 1 3 1 1 1 14 | 35
Adenovirus 1 1 2 2 5
Adenovirus 5 1 1
Adenovirus 40/41 1 1
Herpes simplex virus 1 1 1
Cytomegalovirus (CMV) 1 1 1 1 4
Human herpes virus 6 (HHV 6) 1 1
2. A R B KR (b R - SREBAT SR EL) 2007
BRHE 1A|2A|3A[4A |58 |6A |7A [8A |9A |10A|11A[12H]| &
Escherichia coli %R 1 1
Escherichia coli B[R ABZE M FHY 1 2 [3 [ 1 [ 271 ]2]2 2 |23
Escherichia coli EHEC.“VTEC 2 1 3
Salmonella Enteritidis 1 2 2 7 5 4 5 4 1 31
Salmonella Typhimurium 2 2
Salmonella D4t 1 1 5 114122 8 1 52
Vibrio cholerae O1 & O139LL4} 1 1
Vibrio parahaemolyticus 1 1
Campylobacter jejuni 4 1 1 2 1 2 1 12
Campylobacter coli 1 1
Staphylococcus aureus 1 2 1 1 4 1 1 1 1 13
3. ARlEmL Y ERERH KR 2007

Al Byl 1H |28 [3H|4HA |58 [6H | 7H |8A [9H |10A[11H[12A]| §
A [T 3 1 2 7 5 5 1 1 2 |27
A |T-2 1 1
A |T-3 1 1 2 2 1 7
A [T-4 1 1
A |T-12 1 1
A  |T-25 1 1 1 1 4
A |T-28 1 2 1 1 1 1 2 4 113
A |T-B3264 1 2 3 1 1 1 1 10
A | BRI EE 1 1 1 1 4
A Ib 1 1 1 3
B [BAITEE 1 1
B 1 1
C 1 1 2




1. FRABMVANVR-VTIFT -9 E

mtt'ﬁlk,ﬂ 2006

B EEE 2A |3A[4A [5A[6A 7R [8A |9A |10A[11A[12A] &
Coxsackievirus A2 2 2
Coxsackievirus A4 1 1
Coxsackievirus A9 1 3 1 5
Coxsackievirus A16 1 1
Coxsackievirus B2 1 1 2
Echovirus 18 2 123110 5 2 42
Poliovirus 2 1 1 2
Enterovirus 71 1 3 2 6
Rhinovirus 1 1
Influenza virus A H1 N unknown 1 4 2 2 9
Influenza virus A H3 N unknown 40 | 19 3 62
Influenza virus B 2 1 2 3 8
Respiratory syncytial virus(RSV) 1 1
Mumps virus 1 1 2
Rubella virus 1 1
Rotavirus group A 1 4 4 9
Astrovirus — not typed 1 1
Astrovirus 1 1 1
Norovirus genogroup [ 2 1 2 5
Norovirus genogroup Il 2 2 3 1 14 6 28
Adenovirus — not typed 1 1
Adenovirus 1 1 1 2 4
Adenovirus 2 1 1 2
Adenovirus 3 1 1 1 1 1 5
Adenovirus 5 1 1
2. A RIiRR B KR b BE - SREBATSEEL) 2006
BHE 1A|2A|3A[4A |58 |6A |7A [8A |9A |10A|11A[12H]| &
Escherichia coli &R E 1 1
Escherichia coli &R ABZE M FHY 2 |2 s s[1 121 ]2]2]2 25
Escherichia coli EHEC “VTEC 1 1
Salmonella Enteritidis 2 2 2 5 3 10 5 3 4 1 2 39
Salmonella Typhimurium 2 2 1 5
Salmonella D4t 1 1 1 3 1131 8 4 1 ] 32
Yersinia pseudotuberculosis 1 1
Vibrio parahaemolyticus 2 2
Aeromonas hydrophila 1 1
Aeromonas sobria 1 1
Campylobacter jejuni 1 2 1 1 3 1 1 2 2 14
Staphylococcus aureus 1 2 2 2 2 1 2 12
Bacillus cereus 1 1
3. ARlgmL > YERERH KR 2006

27 Rl 1A|2A|3A[4A |5A |6A |7A [8A |9A |10A|11A[12H]| &
A [T 5 10 [ 8 7 8 5 1 1 3 1 6 10 | 65
A |T-4 1 1 3 1 3 9
A |T-11 1 1 1 3
A |T-12 3 1 4 5 3 1 2 19
A |T-13 1 1
A |T-28 2 2 3 1 1 1 10
A |T-B3264 1 2 3
A BRI A~ gE 1 1 1 4 1 3 1 2 2 16
C 1 1




1. BRARMDAINR-VTIFT -9 E mtt'.ﬂk,ﬂ 2005
15 H s IR AR 2B |3B |4A |5A |68 [7H [8A [9A [10A|11A]12A] &
Coxsackievirus Ab 1 1
Coxsackievirus A6 1 1
Coxsackievirus A9 1 1
Coxsackievirus A10 1 1 2
Coxsackievirus B1 1 1
Coxsackievirus B3 2 1 3
Echovirus 3 2 2
Echovirus 9 1 2 3
Influenza virus A H3 N unknown 5 31 1 2 39
Influenza virus B 12 1 13
Mumps virus 1 1
Rotavirus group A 11 7 18
Astrovirus 1 1 1 2
Astrovirus 2 1 1
Astrovirus 4 1 1
Norovirus genogroup [ 2 1 1 1 1 6
Norovirus genogroup Il 4 1 3 1 1 2 2 14
Sapovirus 1 1
Adenovirus 2 1 1 1 3
Adenovirus 3 1 1 2
Adenovirus 5 1 1
2. ARRRME R Gh - RERTEET) 2005
BHE 1A[2A (38 |48 |58 |6A [7A[8H |9H |10A|11H|12H]| &
Escherichia coli &R 1 1 2
Escherichia coli &R KiGE ;5 1L [ 2[4 [3]3[5[5]4]9[s5] 1] 2744
Escherichia coli EHEC “VTEC 1 1 3 5
Salmonella Enteritidis 4 2 8 18 5 2 9 3 5 8 22 | 86
Salmonella Typhimurium 1 1 1 3
Salmonella ZMD1h 1 [ 1] 1]3 4 1419211 36
Yersinia enterocolitica 1 1
Campylobacter jejuni 1 1 1 1 3 1 1 3 1 13
Staphylococcus aureus 4 1 3 4 2 2 1 2 2 5 26
Z 0t | N 2
3. BRlBMmL S ERERH K 2005
230 Bl 1A[2H[3H |48 |58 | 6B [7H[8H |9A |10H|11H[128][ &
A |T-1 1 2 1 2 1 2 7 1 17
A |T-4 3 1 2 2 2 1 11
A T-11 1 1 2
A T-12 26 | 31 | 10 3 6 3 1 1 1 4 3 89
A T-13 1 1 2
A T-25 1 1
A T-28 3 4 1 1 1 10
A T-B3264 1 1 1 1 1 5
A | BRI EE 1 1 1 1 1 5
B i} 1 1
B IV(NT-6) 1 1
G 1 1




1. BRAMIAIR -V ryF T - 95307 HRHBERT 2004

BHBERE 1A |28 |3A [4A |5A |6A |7A [8A | 9A |10A[11A[12H]| &t
Coxsackievirus A9 1 1
Coxsackievirus B1 2 1 3
Coxsackievirus B3 2 2
Coxsackievirus B4 1 1
Echovirus 6 1 2 1 4
Echovirus 7 1 1 1 3
Echovirus 25 1 1
Echovirus 30 1 1
Aichivirus 1 1
Influenza virus A H3 N unknown 16 | 34 1 51
Influenza virus B 1 5 6
Rubella virus 4 1 5
Rotavirus group A 5 4 9
Norovirus genogroup Il 1 2 3
Adenovirus 3 1 1 2
Adenovirus 40/41 1 1
Herpes simplex virus 1 1 1
2. ARRRME R Gh - REBRTEET) 2004
BHE 1A|2A 3R |48 [5A|6A|7A[8A|9A [10A[11A[12A] &
Escherichia coli &R 1 1 3 5
Escherichia coli fEEREAGE MFE 36l 2352214 27
Escherichia coli EHEC “VTEC 1 1 2 1 5
Salmonella Typhi 1 1
Salmonella Enteritidis 2 1 1 1 2 1 2 1 11
Salmonella Typhimurium 1 1
Salmonella ZMD{th 3 1 2 4 2 1 1 14
Aeromonas sobria 1 1
Campylobacter jejuni 1 1 1 5 1 1 1 3 1 15
Staphylococcus aureus 1 2 1 1 3 2 2 12
Z D ] 1 i
3. BRlEMmL S ERERH KR 2004

30 Bl 1B |28 |38 [48 [5B[6A |7A |8H |9H |10A|11A[12A]| &
A |T-1 1 1 2 4
A |T-4 16 | 11 | 13 7 4 7 5 4 1 2 1 3|74
A [T-11 1 1
A [T-12 1 2 3
A [T-13 1 8 1 1 3 7 1 4 6 7 18 | 57
A [T-25 1 1 2
A [T-28 1 1
A [T-B3264 1 2 4 1 3 2 4 17
A RIBI| A~gE 1 1 2 1 1 1 1 2 10
A i} 1 1 2 1 1 6
B IV(NT-6) 1 1
C 1 1 2
G 2 1 1 2 1 7




1. BRARMDAINR-VTIFT -9 E mtt'.ﬂk,ﬂ 2003
15 H s IR AR 2A (3B |4A[5A|6A [7A|8A [9A [10A[11A]|128] &t
Coxsackievirus A6 1 1 2
Coxsackievirus A9 1 1 1 2 5
Coxsackievirus B1 1 1
Coxsackievirus B2 1 1
Echovirus 6 1 1
Echovirus 18 1 1
Echovirus 30 2 8 1 1 1 13
Parechovirus 1 2 1 3
Influenza virus A H3 N unknown 30 3 1 34
Influenza virus B 4 9 13
Rotavirus group A 3 3 3 1 10
Norovirus genogroup Il 8 8
Adenovirus 3 1 3 2 2 8
Adenovirus 4 1 1
Chlamydia trachomatis 3 3 1 3 1 1 1 1 14
2. ARRRME R Gh - REATEET) 2003
BHE 1A[2A (38 |48 |58 |6A|[7A[8H |9H |10A|11H|12H]| &
Escherichia coli HXRIR T 1 1
Escherichia coli fHEREAGE MFE 4 [ 2213 3 [ 1 2 [17
Escherichia coli EHEC “VTEC 3 1 4
Salmonella Enteritidis 1 3 2 4 1 1 3 15
Salmonella Typhimurium 1 2 1 2 1 1 2 10
Salmonella ZMD{th 2 1 2 1 7 2 2 17
Yersinia enterocolitica 1 1
Campylobacter jejuni 2 2 2 1 1 3 2 3 16
Staphylococcus aureus 1 1 1 2 2 1 1 2 11
Bacillus cereus 1 1
3. BRlAMmL S ERERH K 2003
30 Bl 1H |28 |38 [48 [5B[6A |7A |8HA |9H |10A|11A[12A]| &
A |T-1 1 2 1 1 5
A |T-4 4 6 7 8 8 2 9 18 | 34 | 31 | 127
A T-6 1 1
A T-9 1 1
A T-11 1 1 2
A T-12 4 1 1 2 8
A T-13 1 1 1 3
A T-25 1 1 1 3
A T-28 1 2 1 4
A T-B3264 2 1 1 3 1 1 2 2 13
A RIBI| A~gE 1 4 6 6 3 1 3 1 25
B JM9 1 1
C 1 1
G 1 1 2




1. BRARMDAINR-VTIFT -9 E mtt'.ﬂk,ﬂ 2002
B RERA 2A (3B |4A[5A|6A [7A|8A [9A [10A[11A]|128] &t
Coxsackievirus A4 4 4
Coxsackievirus B2 1 1
Coxsackievirus B4 1 1
Echovirus 11 1 1
Echovirus 13 1 1 2 151 29 1 49
Echovirus 18 1 1
Echovirus 30 1 1 4 3 9
Poliovirus 2 1 1
Influenza virus A H1 N unknown 11 4 15
Influenza virus A H3 N unknown 3 1 28 | 32
Influenza virus B 3 10 13
Rotavirus group A 5 7 12
Adenovirus 1 1 1
Adenovirus 2 1 1
Adenovirus 5 1 1
Adenovirus 40/41 1 1
Chlamydia trachomatis 3 2 1 1 1 2 1 1 1 1 14
2. ARl R KRR G B - GRIBPATEET) 2002
BHE 1A|2A 3R |48 [5A|6A|7A[8A|9A [10A[11A[12A] &
Escherichia coli $8{85{% AT 1 1
Escherichia coli &R 1 1 3 5
Escherichia coli &R K& E ;5 2 |2 [ 212 2l 7 1 [ 31 ]3] 1726
Escherichia coli EHEC VTEC 1 1
Escherichia coli Ml 4~8H 1 2 1 4
Salmonella Enteritidis 1 1 1 2 5 6 4 6 4 1 1 32
Salmonella Typhimurium 1 1 2 1 5
Salmonella ZMD{th 1 1 4 4 110 2 1|23
Vibrio cholerae O1 & 0O139L14} 1 1
Campylobacter jejuni 2 1 1 2 3 1 1 2 13
Staphylococcus aureus 2 1 1 1 2 7
Bacillus cereus 1 1
3. BRlBMmL S ERERH K 2002
FEFl Bl 1B |28 |38 [48 [5B[6A |7A |8H |9H |10A|11A[12A]| &
A |T-1 3 1 1 1 4 2 2 1 5120
A |T-2 1 1
A [T-4 1 2 3 2 1 4 3 1 8 5 8 | 38
A [T-6 1 1
A [T-11 1 1
A [T-12 4 3 121 3 6 16 | 11 3 3 6 9 12 | 88
A [T-13 1 1
A [T-23 1 1
A [T-25 1 2 1 2 1 1 1 4 13
A [T-28 2 1 2 1 6
A [T-B3264 2 1 1 1 2 2 9
A BRI A~ gE 2 3 1 1 2 1 1 1 1 1 2 16
B i 1 1
B IV(NT-6) 1 1
C 3 2 2 7
G 1 1 2




1. FRABMVANVR-VTIFT -9 E

mtt'ﬁlk,ﬂ 2001

15 H s IR AR 2A (3B |4A[5A|6A [7A|8A [9A [10A[11A]|128] &t
Adenovirus 1 1 1
Adenovirus 2 1 1 1 4
Adenovirus 3 2 1 2 1 7
Adenovirus 5 1 1
Coxsackievirus A4 1 1 2
Coxsackievirus A6 1 1
Coxsackievirus A16 1 1
Coxsackievirus B3 3 1 4
Echovirus 11 3 2 1 6
Echovirus 18 2 1 3
Echovirus 22 1 1
Herpes simplex virus type 1 2 2
Rotavirus group A 1 2 4
Influenza virus A H1 N unknown 1 4 1 6
Influenza virus A H3 N unknown 2 1 1 4
Influenza virus B 2 3 1 7
Chlamidia trachomatis 1 2 2 2 2 10
2. ARRRME KR Gh - RERTEET) 2001
BHE 1A[2A [3H |48 |58 |6A [7A[8H |9H |10A|11H|12H]| &
Escherichia coli &R 1 1 2
Escherichia coli &R K& E ;5 2 |3 1[4 2 141 [ 1 1 [ 20
Escherichia coli EHEC “VTEC 4 3 1 8
Escherichia coli Ml - 4~BH 1 1 2
Salmonella Typhi 1 1
Salmonella Enteritidis 2 1 3 1 3 1 1 13
Salmonella Typhimurium 1 2 1 4
Salmonella ZMD{th 1 2 2 2 4 3 3 1 20
Yersinia enterocolitica 1 1
Vibrio cholerae O1 & O139L14} 1 1
Vibrio parahaemolyticus 1 1
Aeromonas hydrophila 1 1
Aeromonas sobria 1 1
Campylobacter jejuni 1 2 3 1 4 5 17
Staphylococcus aureus 3 2 1 1 7
3. BRlAMmL S EREERH R 2001
30 Bl 1B |28 |38 [48 [5B[6A |7A |8H |9H |10A|11A[12A]| &
A [T 1 2 2 4 4 1 2 1 3 1 24
A |T-2 2 1 1 1 2 2 4 13
A |T-4 1 2 1 1 2 1 1 11
A |T-9 1 1
A |T-11 1 1
A |T-12 9 11 7 6 9 3 1 4 4 8 | 69
A |T-25 2 2 2 2 2 1 4 6 | 22
A |T-28 1 1 3 1 1 2 1 11
A |T-B3264 1 1 1 3
A | BRI EE 1 2 | 3 1 1 8
C 1 1 1 3
G 1 1




1. BRARMDAINR-VTIFT -9 E mtt'.ﬂk,ﬂ 2000
15 H s IR AR 2A [3A |4A [5A |6A [7A |8A [9A |10A[11A]|12A] &
Adenovirus 1 1 1
Adenovirus 2 1 2 1 1 1 6
Adenovirus 3 3 7 1 2 1 14
Adenovirus 40/41 1 1
Adenovirus 5 1 1 2
Chlamidia trachomatis 1 1 1 1 2 1 1 8
Coxsackievirus A4 1 1 2
Coxsackievirus A9 1 1
Echovirus 22 1 1
Echovirus 25 1 1
Herpes simplex virus type 1 1 1
Herpes simplex virus type 2 1 1
Influenza virus A H1 N1 14 ] 11 1 26
Influenza virus A H3 N2 24 3 27
Norwalk—like agent 5 5
Poliovirus 1 1 1
Rotavirus group A 4 4 2 1 11
2. ARRRME KR Gh - REATEET) 2000
BHE 1A|2A 3R |48 [5A|6A|7A[8A|9A [10A[11A[12A] &
Escherichia coli &[R4 1 1
Escherichia coli fEEREAGE MFE 1 2[3[2]3[2]3]2 3 1 5126
Escherichia coli EHEC “VTEC 1 1 1 3 6
Salmonella Enteritidis 2 1 1 1 2 4 7 11 5 7 1 1 43
Salmonella Typhimurium 1 1 1 2 1 6
Salmonella ZM{th 1 2 1 2 2 3 2 2 15
Vibrio cholerae O1 & O139L14} 1 1
Vibrio parahaemolyticus 1 1
Aeromonas sobria 1 1 2
Campylobacter jejuni 3 1 1 2 1 1 2 2 13
Campylobacter coli 1 1
Staphylococcus aureus 1 1 1 1 1 1 1 7
Shigella boydii 4 1 1
Shigella sonnei 1 1 2
3. BRlEMmL S EREERH K 2000
30 Bl 1H |28 [3H|4H |58 [6H | 7HA |8A [9H |10A|11H[12A]| §
A |T-1 9 10 9 5 15 15| 4 2 2 4 1 4 | 80
A |T-2 9 2 4 4 3 3 2 1 1 3 2 | 34
A [T-4 1 ! 2
A [T-6 1 1 2
A [T-12 4 1 1 4 8 11 4 1 3 7 6 12 | 62
A [T-25 2 2 5 6 4 19
A [T-28 2 1 2 1 2 3 1 2 2 2 1 19
A [T-B3264 1 1 1 1 3 7
A BRI EE 1 1 3 5
B NT-6 1 1
B i 1 1
C 1 1 2
G 1 1 2




